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<130> 1276 

<150> US 60/246,455 
<151> 2000-11-07 

<160> 10 

<170> FastSEQ for Windows Version 3.0 

<210> 1 
n <211> 1129 

<212> DNA 
hf <213> Zea mays 

<220> 

«fC <221> CDS 

H <222> (120) . . . (1004) 

O <223> 50 kD gamma-zein prolamin/PTA 2272 

jL <400> 1 

jy, gtgtatttgc actcatgcat cacaaaacat ccttctatca gtaccatcaa tcatcattca 60 

tcttagtagt ataggcacca aatcaaatct gcaacatcaa ttatctaact ccaaaaacc 119 
atg aag ctg gtg ctt gtg gtt ctt get ttc att get tta gta tea agt 167 
Met Lys Leu Val Leu Val Val Leu Ala Phe He Ala Leu Val Ser Ser 
1 ' 5 10 15 

gtt tct tgt aca cag aca ggc ggc tgc age tgt ggt caa caa caa age 215 
Val Ser Cys Thr Gin Thr Gly Gly Cys Ser Cys Gly Gin Gin Gin Ser 
20 25 30 



cat gag cag caa cat cat cca caa caa cat cat cca caa aaa caa caa 
His Glu Gin Gin His His Pro Gin Gin His His Pro Gin Lys Gin Gin 
35 40 45 



263 



cat caa cca cca cca caa cat cac cag cag cag caa cac caa caa caa 311 
His Gin Pro Pro Pro Gin His His Gin Gin Gin Gin His Gin Gin Gin 
50 55 60 

caa gtt cac atg caa cca caa aaa cat cag caa caa caa gaa gtt cat 359 
Gin Val His Met Gin Pro Gin Lys His Gin Gin Gin Gin Glu Val His 

70 75 80 



65 



gtt caa caa caa caa caa caa ccg cag cac caa caa caa caa caa caa 
Val Gin Gin Gin Gin Gin Gin Pro Gin His Gin Gin Gin Gin Gin Gin 



407 



1 



r 



85 90 95 

caa cag cac caa caa caa cat caa tgt gaa ggc caa caa caa cat cac 455 
Gin Gin His Gin Gin Gin His Gin Cys Glu Gly Gin Gin Gin His His 
100 105 110 

caa caa tea caa ggc cat gtg caa caa cac gaa cag age cat gag caa 503 
Gin Gin Ser Gin Gly His Val Gin Gin His Glu Gin Ser His Glu Gin 
115 120 125 

cac caa gga cag age cat gag caa caa cat caa caa caa ttc cag ggt 551 
His Gin Gly Gin Ser His Glu Gin Gin His Gin Gin Gin Phe Gin Gly 
130 135 140 

cat gac aag cag caa caa cca caa cag cct cag caa tat cag cag ggc 599 
His Asp Lys Gin Gin Gin Pro Gin Gin Pro Gin Gin Tyr Gin Gin Gly 
145 150 155 160 

cag gaa aaa tea caa cag caa caa tgt cat tgc cag gag cag caa cag 647 
Gin Glu Lys Ser Gin Gin Gin Gin Cys His Cys Gin Glu Gin Gin Gin 
165 170 175 

Q act aca agg tgc age tat aac tac tat age agt age tea aat eta aaa 695 

p Thr Thr Arg Cys Ser Tyr Asn Tyr Tyr Ser Ser Ser Ser Asn Leu Lys 

180 185 190 

12 aat tgt cat gaa ttc eta agg cag cag tgc age cct ttg gta atg cct 743 

Asn Cys His Glu Phe Leu Arg Gin Gin Cys Ser Pro Leu Val Met Pro 
2 195 200 205 

s ttt etc caa tea cgt ttg ata caa cca agt age tgc cag gta ttg cag 791 

M Phe Leu Gin Ser Arg Leu lie Gin Pro Ser Ser Cys Gin Val Leu Gin 

'U 210 215 220 



rv 



caa caa tgt tgt cat gat ctt agg cag att gag cca caa tac att cac 83 9 

Gin Gin Cys Cys His Asp Leu Arg Gin lie Glu Pro Gin Tyr lie His 
225 230 235 240 

caa gca ate tac aac atg gtt caa tec ata ate cag gag gag caa caa 887 
Gin Ala lie Tyr Asn Met Val Gin Ser lie lie Gin Glu Glu Gin Gin 
245 250 255 

caa caa cca tgt gag tta tgt gga tct caa caa get act cca aag tgc 935 
Gin Gin Pro Cys Glu Leu Cys Gly Ser Gin Gin Ala Thr Pro Lys Cys 
260 265 270 

SFSJt 99 c aat ctt <J ac a -9 c a 9 c aca ata cct acc atc aat 9^9 c 99 ctt 
Gly Gly Asn Leu Asp Ser Ser Thr lie Pro Thr lie Asn Val Arg Leu 
275 280 285 

gta cca etc ata eta cca aaa taatccatgc agcagcaatg acattagtgg 1034 
Val Pro Leu lie Leu Pro Lys 
290 295 

tgtttgcaat tgaagaattg tgtctaccta geegttatae tcatataacg gtgttaagca 1094 
ataaagtacc atacattatg atgttaaaaa aaaaa 1129 



2 



<210> 2 
<211> 295 
<212> PRT 
<213> Zea mays 



<400> 2 



Met 


Lys 


Leu 


Val 


Leu 


Val 


Val 


Leu 


Ala 


■p>i_ 
Pne 


He 


Ala 


Leu 


Val 


Ser 


Ser 


1 








5 










10 










15 




Val 


Ser 


Cys 


Thr 


Gin 


Thr 


Gly 


Gly 


Cys 


Ser 


Cys Gly 


Gin 


Gin 


Gin 


Ser 








20 










25 










30 






His 


Glu 


Gin 


Gin 


His 


His 


Pro 


Gin 


Gin 


His 


His 


Pro 


Gin 


Lys 


Gin 


Gin 






35 










40 










45 








His 


Gin 


Pro 


Pro 


Pro 


Gin 


His 


His 


Gin 


Gin 


Gin 


Gin 


His 


Gin 


Gin 


Gin 




50 










55 










60 










Gin 


Val 


His 


Met 


Gin 


Pro 


Gin 


Lys 


His 


Gin 


Gin 


Gin 


Gin 


Glu 


Val 


His 


65 










70 










75 










80 


Val 


Gin 


Gin 


Gin 


Gin 


Gin 


Gin 


Pro 


Gin 


His 


Gin 


Gin 


Gin 


Gin 


Gin 


Gin 










85 










90 










95 




Gin 


Gin 


His 


Gin 


Gin 


Gin 


His 


Gin 


Cys 


Glu 


Gly Gin 


Gin 


Gin 


His 


His 








100 










105 










110 






Gin 


Gin 


Ser 


Gin 


Gly 


His 


Val 


Gin 


Gin 


His 


Glu 


Gin 


Ser 


His 


Glu 


Gin 






115 










120 










125 








His 


Gin 


Gly 


Gin 


Ser 


His 


Glu 


Gin 


Gin 


His 


Gin 


Gin 


Gin 


Phe 


Gin 


Gly 




130 










135 










140 










His 


Asp 


Lys 


Gin 


Gin 


Gin 


Pro 


Gin 


Gin 


Pro 


Gin 


Gin 


Tyr 


Gin 


Gin 


Gly 


145 










150 










155 










160 


Gin 


Glu 


Lys 


Ser 


Gin 


Gin 


Gin 


Gin 


Cys 


His 


Cys 


Gin 


Glu 


Gin 


Gin 


Gin 










165 










170 










175 




Thr 


Thr 


Arg 


Cys 


Ser 


Tyr 


Asn 


Tyr 


Tyr 


Ser 


Ser 


Ser 


Ser 


Asn 


Leu 


Lys 








180 










185 










190 






Asn 


Cys 


His 


Glu 


Phe 


Leu 


Arg 


Gin 


Gin 


Cys 


Ser 


Pro 


Leu 


Val 


Met 


Pro 






195 










200 










205 








Phe 


Leu 


Gin 


Ser 


Arg 


Leu 


He 


Gin 


Pro 


Ser 


Ser 


Cys 


Gin 


Val 


Leu 


Gin 




210 










215 










220 










Gin 


Gin 


Cys 


Cys 


His 


Asp 


Leu 


Arg 


Gin 


He 


Glu 


Pro 


Gin 


Tyr 


He 


His 


225 










230 










235 










240 


Gin 


Ala 


lie 


Tyr 


Asn 


Met 


Val 


Gin 


Ser 


He 


He 


Gin 


Glu 


Glu 


Gin 


Gin 










245 










250 










255 




Gin 


Gin 


Pro 


Cys 


Glu 


Leu 


Cys 


Gly 


Ser 


Gin 


Gin 


Ala 


Thr 


Pro 


Lys 


Cys 








260 










265 










270 






Gly 


Gly 


Asn 


Leu 


Asp 


Ser 


Ser 


Thr 


He 


Pro 


Thr 


He 


Asn 


Val 


Arg 


Leu 






275 










280 










285 








Val 


Pro 


Leu 


He 


Leu 


Pro 


Lys 





















290 295 



<210> 3 
<211> 950 
<212> DNA 
<213> Zea mays 

<220> 
<221> CDS 

<222> (111) . . . (728) 

<223> 18 kD alpha-globulin/PTA 2274 



<400> 3 

aaaaaaaccc cctcgtcgat caccaccaaa gaacacagta actagcagct agcacatcaa 60 
acaagtggcg acagacaaag atttgtgagg gtgatccgcg ctgagaagag atg get 116 

Met Ala 
1 

aag ate gec gcg gcg gcg gcg gcg gcg ctg tgc ttc gcg gec ctg gtg 164 
Lys He Ala Ala Ala Ala Ala Ala Ala Leu Cys Phe Ala Ala Leu Val 
5 10 15 

gec gtg gec gtc tgc caa ggc gag gtc gag egg cag agg etc agg gac 212 
Ala Val Ala Val Cys Gin Gly Glu Val Glu Arg Gin Arg Leu Arg Asp 
20 25 30 

ctg cag tgc tgg cag gag gtc cag gag age ccg etc gac gcg tgc cgc 260 
Leu Gin Cys Trp Gin Glu Val Gin Glu Ser Pro Leu Asp Ala Cys Arg 
35 40 45 50 

cag gtc etc gac egg cag eta ace ggc ggc ggc ggc ggc ggc ggc gtt 308 
Gin Val Leu Asp Arg Gin Leu Thr Gly Gly Gly Gly Gly Gly Gly Val 
55 60 65 

Q ggc ccg ttc egg tgg ggc acc ggg etc egg atg egg tgc tgc cag cag 356 

Q Gly Pro Phe Arg Trp Gly Thr Gly Leu Arg Met Arg Cys Cys Gin Gin 

slS 70 75 80 

il ^ 

etc cag gac gtg age cgc gag tgc cgc tgc gee gee ate egg age atg 404 

^ Leu Gin Asp Val Ser Arg Glu Cys Arg Cys Ala Ala He Arg Ser Met 

H» 85 90 95 

==sj 

s gtc agg ggc tac gag gag gec atg ccg ccg ctg gag aaa ggc tgg tgg 452 

y* Val Arg Gly Tyr Glu Glu Ala Met Pro Pro Leu Glu Lys Gly Trp Trp 
100 105 110 

■sss. 

Cj cca tgg ggg egg cag cag cag ccg ccg ccg cag gga gga gga gga gga 500 

«2 Pro Trp Gly Arg Gin Gin Gin Pro Pro Pro Gin Gly Gly Gly Gly Gly 

H 115 120 125 130 

cag ggg ggc tac tac tac ccc tgc age egg cca gga gag gga tac ggc 54 8 

Gin Gly Gly Tyr Tyr Tyr Pro Cys Ser Arg Pro Gly Glu Gly Tyr Gly 
135 140 145 

tac ggt cag ggt ggc cag egg cag atg tat cca ccg tgt cgt ccc ggc 596 
Tyr Gly Gin Gly Gly Gin Arg Gin Met Tyr Pro Pro Cys Arg Pro Gly 
150 155 160 

acc acc ggc ggc ggg cca agg ate ggc cgc gtg agg ctt acg aag gec 644 
Thr Thr Gly Gly Gly Pro Arg He Gly Arg Val Arg Leu Thr Lys Ala 
165 170 175 

egg gag tac gee gcg ggg ttg ccg atg atg tgc egg ctg teg gag ccc 692 
Arg Glu Tyr Ala Ala Gly Leu Pro Met Met Cys Arg Leu Ser Glu Pro 
180 185 190 

cag gag tgc age ate ttc tec ggc ggc gac cag tac tagctaccat 738 
Gin Glu Cys Ser He Phe Ser Gly Gly Asp Gin Tyr 



4 



195 200 205 

ggttaaagcg agtcggcgcg aggtgcaaga cgcagcatgt gtactgtgcg cgtgcaaatc 798 

cagaatgacg tagctctgac gtgggctcgc aatattgtcg cgtgttcgtt acaataatga 858 

taataactat gaggaataaa tatgggaatg ttgccagata gtactggcgc cggttcttca 918 

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aa 950 

<210> 4 
<211> 206 
<212> PRT 
<213> Zea mays 



<400> 4 





Met 


Ala 


Lys 


He 


Ala Ala 


Ala Ala 


Ala 


Ala 


Ala 


Leu 


Cys 


Phe 


Ala 


Ala 




1 








5 






10 










15 






Leu 


Val 


Ala 


Val 
20 


Ala Val 


Cys Gin 


Gly 
25 


Glu 


Val 


Glu 


Arg 


Gin 
30 


Arg 


Leu 




Arg 


Asp 


Leu 
35 


Gin 


Cys Trp 


Gin Glu 
40 


Val 


Gin 


Glu 


Ser 


Pro 
45 


Leu 


Asp 


Ala 




Cys 


Arg 
50 


Gin 


Val 


Leu Asp 


Arg Gin 
55 


Leu 


Thr 


Gly 


Gly 
60 


Gly 


Gly 


Gly 


Gly 


O 


Gly 
65 


Val 


Gly 


Pro 


Phe Arg 
70 


Trp Gly 


Thr 


Gly 


Leu 
75 


Arg 


Met 


Arg 


Cys 


Cys 
80 


n 

rffat 
S =3 


Gin 


Gin 


Leu 


Gin 


Asp Val 
85 


Ser Arg 


Glu 


Cys 
90 


Arg 


Cys 


Ala 


Ala 


He 
95 


Arg 




Ser 


Met 


Val 


Arg 


Gly Tyr 


Glu Glu 


Ala 


Met 


Pro 


Pro 


Leu 


Glu 


Lys 


Gly 










100 






105 










110 








Trp 


Trp 


Pro 


Trp 


Gly Arg 


Gin Gin 


Gin 


Pro 


Pro 


Pro 


Gin 


Gly 


Gly 


Gly 


Sea* 






115 






120 










125 










Gly 


Gly 


Gin 


Gly 


Gly Tyr 


Tyr Tyr 


Pro 


Cys 


Ser 


Arg 


Pro 


Gly 


Glu 


Gly 


S 




130 








135 








140 










La, 


Tyr 


Gly 


Tyr 


Gly 


Gin Gly 


Gly Gin 


Arg 


Gin 


Met 


Tyr 


Pro 


Pro 


Cys 


Arg 




145 








150 








155 










160 




Pro 


Gly 


Thr 


Thr 


Gly Gly 


Gly Pro 


Arg 


He 


Gly 


Arg 


Val 


Arg 


Leu 


Thr 












165 






170 










175 






Lys 


Ala 


Arg 


Glu 


Tyr Ala 


Ala Gly 


Leu 


Pro 


Met 


Met 


Cys 


Arg 


Leu 


Ser 










180 






185 










190 








Glu 


Pro 


Gin 
195 


Glu 


Cys Ser 


He Phe 
200 


Ser 


Gly 


Gly 


Asp 


Gin 
205 


Tyr 







<210> 5 
<211> 1679 
<212> DNA 
<213> Zea mays 

<220> 
<221> CDS 

<222> (34) . . . (1485) 

<223> 50 kD legumin-1 prolamin/PTA 2273 
<400> 5 

gcacgaggag cgagcgagca gaggcagcgc aca atg gcg gcg gca ata gta etc 54 

Met Ala Ala Ala He Val Leu 
1 5 

tec ggc cag gtg egg ccg ctt ccc teg teg ctg ccc ctg tec ctg ctg 102 



5 



Ser Gly Gin Val Arg Pro Leu Pro Ser Ser Leu Pro Leu Ser Leu Leu 
10 15 20 

ctg etc etc etc ctg tgc tgc tec ggc acc teg tgg gga tgg age acg 150 
Leu Leu Leu Leu Leu Cys Cys Ser Gly Thr Ser Trp Gly Trp Ser Thr 
25 30 35 

tec egg gga gga gee gee agg gag tgc ggc ttc gat ggc aag ctg gag 198 
Ser Arg Gly Gly Ala Ala Arg Glu Cys Gly Phe Asp Gly Lys Leu Glu 
40 45 50 55 

gec ctg gag ccg cgc cac aag gtg cag tct gag gec ggc tec gtc cag 246 
Ala Leu Glu Pro Arg His Lys Val Gin Ser Glu Ala Gly Ser Val Gin 
60 65 70 

tac ttc age egg ttc aac gaa gec gac egg gag etc acc tgc gee ggc 294 
Tyr Phe Ser Arg Phe Asn Glu Ala Asp Arg Glu Leu Thr Cys Ala Gly 
75 80 85 

ate ttc gee gtc cgc gtc gtc gtc gac gec atg ggc etc ctg etc cct 342 
lie Phe Ala Val Arg Val Val Val Asp Ala Met Gly Leu Leu Leu Pro 
H 90 95 100 

p cga tac tec aac gtc cat teg ctt gtc tac ate gtc caa ggg aga ggg 390 

||| Arg Tyr Ser Asn Val His Ser Leu Val Tyr lie Val Gin Gly Arg Gly 

~Q 105 110 115 

!\ ate att ggg ttc teg ttt ccg gga tgc caa gag gag acc cag cag cag 438 

He He Gly Phe Ser Phe Pro Gly Cys Gin Glu Glu Thr Gin Gin Gin 
U 120 125 130 135 

= 

H cag tat gga tac gga tat gga tat gga cac cat cac cat cag cat gac 486 

y= Gin Tyr Gly Tyr Gly Tyr Gly Tyr Gly His His His His Gin His Asp 

O 140 145 150 

%A 

cac cac aag ate cac cga ttc gag cag ggc gac gtg gtg gee atg ccg 534 
J*f His His Lys He His Arg Phe Glu Gin Gly Asp Val Val Ala Met Pro 

^ 155 160 165 

gee ggc gec cag cac tgg ctg tac aac gac ggc gac gcg ccg ctt gtg 582 
Ala Gly Ala Gin His Trp Leu Tyr Asn Asp Gly Asp Ala Pro Leu Val 
170 175 180 

gcg gtc tac gtc ttc gac gag aac aac aac ate aac cag etc gag cct 630 
Ala Val Tyr Val Phe Asp Glu Asn Asn Asn He Asn Gin Leu Glu Pro 
185 190 195 

tec atg agg aaa ttt ttg ctg get ggg ggc ttc age aag ggg cag ccc 678 
Ser Met Arg Lys Phe Leu Leu Ala Gly Gly Phe Ser Lys Gly Gin Pro 
200 205 210 215 

cac ttc gee gag aac ate ttc aaa ggg ate gac gee egg ttc ctg age 726 
His Phe Ala Glu Asn He Phe Lys Gly He Asp Ala Arg Phe Leu Ser 
220 225 230 

gaa gee ctg ggc gtc age atg cac gtc gec gag aag ctg cag age egg 774 



6 



Glu Ala Leu Gly Val Ser Met His Val Ala Glu Lys Leu Gin Ser Arg 
235 240 245 



cgt gac cag cga ggc gag ate gtc cgc gtg gag ccg gag cac ggc ttt 822 
Arg Asp Gin Arg Gly Glu He Val Arg Val Glu Pro Glu His Gly Phe 
250 255 260 

cac cag ctg aat ccg teg ccg teg teg teg teg ttt teg ttc cca teg 870 
His Gin Leu Asn Pro Ser Pro Ser Ser Ser Ser Phe Ser Phe Pro Ser 
265 270 275 

tea caa gtc cag tac caa acg tgc cag cgc gac gtc gac agg cac aac 918 
Ser Gin Val Gin Tyr Gin Thr Cys Gin Arg Asp Val Asp Arg His Asn 
280 285 290 295 

gtc tgc gee atg gag gtg agg cac age gtc gaa egg ctg gac cag gee 966 
Val Cys Ala Met Glu Val Arg His Ser Val Glu Arg Leu Asp Gin Ala 
300 305 310 

gac gtc tac age cct ggg get ggg agg ate aca cgc etc ace age cac 1014 
Asp Val Tyr Ser Pro Gly Ala Gly Arg He Thr Arg Leu Thr Ser His 
M * 315 320 325 

p aag ttc ccc gtc etc aac etc gta cag atg age gcg gtg egg gta gac 1062 

l/l Lys Phe Pro Val Leu Asn Leu Val Gin Met Ser Ala Val Arg Val Asp 

f.i 330 335 340 

3" ctg tac cag gac gee ate atg teg ccg ttc tgg aac ttc aac gec cac 1110 

\Z Leu Tyr Gin Asp Ala He Met Ser Pro Phe Trp Asn Phe Asn Ala His 

U 345 350 355 

5 

§■* age gee atg tac ggc ate agg ggc agt gca agg gtc cag gtc gec age 1158 

jM* Ser Ala Met Tyr Gly He Arg Gly Ser Ala Arg Val Gin Val Ala Ser 

fl 360 365 370 375 

■saw 

SJ 

■faj gac aac ggg ace acg gtg ttc gac gac gtg etc cgt gcg ggg cag ctg 12 06 

?T Asp Asn Gly Thr Thr Val Phe Asp Asp Val Leu Arg Ala Gly Gin Leu 

380 385 390 

etc ate gta ccc cag ggc tac etc gtc gec acc aag gcg cag gga gaa 1254 
Leu He Val Pro Gin Gly Tyr Leu Val Ala Thr Lys Ala Gin Gly Glu 
395 400 405 

ggc ttc cag tac ate gec ttc gag acg aac cct gac acc atg gtc age 13 02 
Gly Phe Gin Tyr He Ala Phe Glu Thr Asn Pro Asp Thr Met Val Ser 
410 415 420 

cac gtc gee ggg aag aac tec gtc ctg age gac ttg ccg gee gee gtc 1350 
His Val Ala Gly Lys Asn Ser Val Leu Ser Asp Leu Pro Ala Ala Val 
425 430 435 

ate gee age teg tat gee ate tec atg gag gaa get gca gag etc aag 1398 
He Ala Ser Ser Tyr Ala He Ser Met Glu Glu Ala Ala Glu Leu Lys 
440 445 450 455 

aac ggt agg aag cat gag ctg get gtg ctt act cct get ggc agt ggc 1446 



7 



Li 



Asn Gly Arg Lys His Glu Leu Ala Val Leu Thr Pro Ala Gly Ser Gly 
460 465 470 

age tac caa caa ggt caa get ggc age gee caa cag tag gcacaacctc 
Ser Tyr Gin Gin Gly Gin Ala Gly Ser Ala Gin Gin * 
475 480 



1495 



agagtgatct gectgaataa gtactegtag actgtaataa ttaaacaaag ettgetcatg 1555 

gttaaactgc gtgttgatta gtctttcaac tacatagctc taaagttttt gatacaccga 1615 

gtgatttgee agggaaaaaa tgagcagatt gttgtaagca aaaaaaaaaa aaaaaaaaaa 1675 

aaaa 1679 

<210> 6 
<211> 483 
<212> PRT 
<213> Zea mays 

<400> 6 

Met Ala Ala Ala He Val Leu Ser Gly Gin Val Arg Pro Leu Pro Ser 

x 5 10 15 

Ser Leu Pro Leu Ser Leu Leu Leu Leu Leu Leu Leu Cys Cys Ser Gly 

20 25 30 

Thr Ser Trp Gly Trp Ser Thr Ser Arg Gly Gly Ala Ala Arg Glu Cys 

35 * " 40 45 

Gly Phe Asp Gly Lys Leu Glu Ala Leu Glu Pro Arg His Lys Val Gin 

50 " 55 60 

Ser Glu Ala Gly Ser Val Gin Tyr Phe Ser Arg Phe Asn Glu Ala Asp 
65 ~ 70 75 80 

Arg Glu Leu Thr Cys Ala Gly He Phe Ala Val Arg Val Val Val Asp 

85 90 95 

Ala Met Gly Leu Leu Leu Pro Arg Tyr Ser Asn Val His Ser Leu Val 

100 105 HO 

Tyr He Val Gin Gly Arg Gly He He Gly Phe Ser Phe Pro Gly Cys 

115 120 125 

Gin Glu Glu Thr Gin Gin Gin Gin Tyr Gly Tyr Gly Tyr Gly Tyr Gly 

130 135 140 

His His His His Gin His Asp His His Lys He His Arg Phe Glu Gin 
145 150 155 160 

Gly Asp Val Val Ala Met Pro Ala Gly Ala Gin His Trp Leu Tyr Asn 

165 170 175 

Asp Gly Asp Ala Pro Leu Val Ala Val Tyr Val Phe Asp Glu Asn Asn 

180 185 190 

Asn He Asn Gin Leu Glu Pro Ser Met Arg Lys Phe Leu Leu Ala Gly 

195 200 205 

Gly Phe Ser Lys Gly Gin Pro His Phe Ala Glu Asn He Phe Lys Gly 

210 215 220 

He Asp Ala Arg Phe Leu Ser Glu Ala Leu Gly Val Ser Met His Val 
225 L ^ 230 235 240 

Ala Glu Lys Leu Gin Ser Arg Arg Asp Gin Arg Gly Glu He Val Arg 

245 250 255 

Val Glu Pro Glu His Gly Phe His Gin Leu Asn Pro Ser Pro Ser Ser 

260 265 270 

Ser Ser Phe Ser Phe Pro Ser Ser Gin Val Gin Tyr Gin Thr Cys Gin 

275 280 285 

Arg Asp Val Asp Arg His Asn Val Cys Ala Met Glu Val Arg His Ser 
290 295 300 



8 



Val 


Glu Arg Leu Asp 


305 








lie 


Thr Arg 


Leu 


Thr 








325 


Met 


Ser Ala 


Val 


Arg 






340 




Phe 


Trp Asn 


Phe 


Asn 




355 






Ala 


Arg Val 


Gin 


Val 




370 






Val 


Leu Arg Ala Gly 


385 








Ala 


Thr Lys 


Ala 


Gin 








405 


Asn 


Pro Asp 


Thr 


Met 






420 




Ser 


Asp Leu 


Pro 


Ala 




435 






Glu 


Glu Ala 


Ala 


Glu 




450 






Leu 


Thr Pro 


Ala 


Gly 


465 








Ala 


Gin Gin 







Gin Ala Asp Val 


Tyr 


310 




Ser His Lys Phe 


Pro 




330 


Val Asp Leu Tyr 


Gin 


345 




Ala His Ser Ala 


Met 


360 




Ala Ser Asp Asn 


Gly 


375 




Gin Leu Leu He 


Val 


390 




Gly Glu Gly Phe 


Gin 




410 


Val Ser His Val 


Ala 


425 




Ala Val He Ala 


Ser 


440 




Leu Lys Asn Gly 


Arg 


455 




Ser Gly Ser Tyr 


Gin 


470 





Ser Pro Gly Ala Gly Arg 
315 320 
Val Leu Asn Leu Val Gin 
335 

Asp Ala He Met Ser Pro 
350 

Tyr Gly He Arg Gly Ser 
365 

Thr Thr Val Phe Asp Asp 
380 

Pro Gin Gly Tyr Leu Val 
395 400 
Tyr He Ala Phe Glu Thr 
415 

Gly Lys Asn Ser Val Leu 
43 0 

Ser Tyr Ala He Ser Met 
445 

Lys His Glu Leu Ala Val 
460 

Gin Gly Gin Ala Gly Ser 
475 480 



<210> 7 
<211> 324 
<212> DNA 
<213> Zea mays 

<220> 

<221> allele 
<222> (0) . . . (0) 

<223> 50kD gamma- zein, B73 partial 
<400> 7 

ccagcagcag caacaccaac aacaacaagt tcacatgcaa ccacaaaaac atcagcaaca 
acaagaagtt catgttcaac aacaacaaca acaaccgcag caccaacaac aacaacaaca 
acaacagcac caacaacaac atcaatgtga aggccaacaa caacatcacc aacaatcaca 
aggccatgtg caacaacacg aacagagcca tgagcaacac caaggacaga gccatgagca 
acaacatcaa caacaattcc agggtcatga caagcagcaa caaccacaac agcctcagca 
atatcagcag ggccaggaaa aatc 

<210> 8 
<211> 321 
<212> DNA 
<213> Zea mays 

<220> 

<22l> allele 
<222> (0) . . . (0) 

<223> 50kD gamma- zein, Mol7 partial 
<400> 8 

ccagcagcag caacaccaac aacaacaagt tcacatgcaa ccacaaaaac atcagcaaca 
acaagaagtt catgttcaac aacaacaaca acaaccgcag caccaacaac aacaacaaca 
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acagcaccaa caacaacatc aatgtgaagg ccaacaacaa catcaccaac aatcacaagg 
ccatgtgcaa caacacgaac agagccatga gcaacaccaa ggacagagcc atgagcaaca 
acatcaacaa caattccagg gtcatgacaa gcagcaacaa ccacaacagc ctcagcaata 
tcagcagggc caggaaaaat c 

<210> 9 
<211> 561 
<212> DNA 
<213> Zea mays 

<220> 

<221> allele 
<222> (0) . . . (0) 

<223> 18 kD alpha-globulin, B73, partial 
<400> 9 

aattcgccct tgtcattctg gatttgcacg cgcacagtac acatgctgcg tcttgcacgt 
cgcgccgact cgctttaacc atggtagcta gtactggtcg ccgccggaga agatgctgca 
ctcctggggc tccgacagcc ggcacatcat cggcaacccc gcggcgtact cccgggcctt 
cgtaagcctc acgcggccga tccttggccc gccgccggtg gtgccgggac gacacggtgg 
atacatctgc cgctggccac cctgaccgta gccgtatccc tctcctggcc ggctgcaggg 
gtagtagtag cccccctgtc ctcctcctcc tccctgcggc ggcggctgct gctgccgccc 
ccatggccac cagcctttct ccagcggcgg catggcctcc tcgtagcccc tgaccatgct 
ccggatggcg gcgcagcggc actcgcggct cacgtcctgg agctgctggc agcaccgcat 
ccggagcccg gtgccccacc ggaacgggcc aacgccgccg ccgccgccgc cgccggttag 
ctgccggtcg aggaaagggc g 

<210> 10 
<211> 537 
<212> DNA 
<213> Zea mays 

<220> 

<221> allele 
<222> (0) . . . (0) 

<223> 18 kD alpha-globulin, Mol7 partial 
<400> 10 

aattcgccct tgtcattctg gatttgcacg cgcacagtac acatgctgcg ccttgcacgt 

cgcgccgact cactcttttt tttttaaccc tggtagctag tactggtcgc cgccggagaa 

gatgctgcac tcctggggct ccgacagccg gcacatcatc ggcaaccccg cggcgtactc 

ccgggccttc gtaagcctca cgcggccgat ccttggcccg gtggtgccgg gacgacacgg 

tggatacatc tgcgtttggt atccctctcc tgcccggctg caggggtagt agtagccccc 

ctgtcctcct cctcctccct gcggcggcgg ctgctgctgc cgcccccatg gccaccagcc 

tttctccaga ggcggcatgg cctcctcgta gcccctgacc atgctccgga tggcggcgca 

gcggcactcg cggctcacgt cctggagctg ctggcagcac cgcatccgga gcccggtgcc 

ccaccggaac gggccgccga cgccgccgcc ggttagctgc cggtcgagga aagggcg 
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